Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.046; wR factor = 0.141; data-to-parameter ratio = 11.2.
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Pozharski et al., 1997; Katritzky et al., 1996) .
They are often involved in hydrogen-bond interactions (Jeffrey & Saenger, 1991; Jeffrey, 1997; Scheiner, 1997) . There are numerous examples of 2-amino-substituted pyridine compounds in which the 2-aminopyridines act as neutral ligands (Navarro Ranninger et al., 1985; Luque et al., 1997; Qin et al., 1999; Yip et al., 1999; Ren et al., 2002; Rivas et al., 2003) or as protonated cations (Luque et al., 1997; Jin et al., 2001; Albrecht et al., 2003) . Picolinic acid (pyridine-2-carboxylic acid) is a well known terminal tryptophan metabolite (Mahler & Cordes, 1971) . It induces apoptosis in leukaemia HL-60 cells (Ogata et al., 2000) . Since our aim is to study some interesting hydrogen bonding interactions, the crystal structure of the title compound is presented here.
The asymmetric unit of the title compound consists of two crystallographically independent 2-amino-5-methylpyridinium cations (A and B), two picolinate anions (A and B) and two water molecules, O1W and O2W (with occupancies 0.25 and 1.0, respectively), (Fig. 1) . Each 2-amino-5-methylpyridinium cation is planar, with a maximum deviation of 0.024 (2) Å for atom C6A in cation A and 0.005 (2) Å for atom C1B in cation B. In the cations, protonation at atoms N1A and N1B lead to a slight increase in the C1A-N1A-C5A [123.2 (2)°] and C1B-N1B-C5B [123.0 (2)°] angles compared to those observed in an unprotonated structure (Nahringbauer & Kvick, 1977) . The bond lengths (Allen et al., 1987) and angles are normal.
In the crystal structure (Fig. 2) , the carboxylate groups of each picolinate anion interact with the corresponding 2-amino-5-methylpyridinium cations via a pair of N-H···O hydrogen bonds forming an R 2 2 (8) ring motif (Bernstein et al., 1995) . The ionic units are linked by N-H···N, N-H···O, O-H···O and C-H···O (Table 1) hydrogen bonds, forming a one-dimensional chain along the b-axis. The crystal structure is further stabilized by π-π interactions involving the pyridinium (N1A/C1A-C5A) and pyridinium (N1B/C1B-C5B) rings, with centroid-to-centroid distance of 3.5306 (13) Å [symmetry code: 1-x, 1/2+y, 1/2-z].
Hot methanol solutions (20 ml) of 2-amino-5-methylpyridine (54 mg, Aldrich) and picolinic acid (62 mg, Merck) were mixed and warmed over a a magnetic stirrer hotplate for a few minutes. The resulting solution was allowed to cool slowly at room temperature and crystals of the title compound appeared after a few days.
Refinement
Atoms H1NA, H2NA, H3NA, H1NB, H2NB and H3NB were located from a difference Fourier map and freely refined.
The remaining hydrogen atoms were positioned geometrically [C-H = 0.93 Å, N-H = 0.82 (3)-0.97 (4) Å and O-H = 0.8098-0.8226 Å] and were refined using a riding model, with U iso (H) = 1.2 U eq (C, N) or 1.5 U eq (O). The methyl H atoms were positioned geometrically and were refined using a riding model, with U iso (H) = 1.5U eq (C). A rotating group model supplementary materials sup-2 was used for the methyl group. The occupancy of the (O1W) water molecule was initially refined and then fixed at 25% occupancy in the final refinement. In the absence of significant anomalous scattering effects, 3139 Friedel pairs were merged. Figures   Fig. 1 . The asymmetric unit of the title compound. Displacement ellipsoids are drawn at the 50% probability level. Symmetry codes: (i) x−1, y, z; (ii) x+1, y, z; (iii) x+1, y+1, z; (iv) x+1/2, −y+3/2, −z; (v) x+1/2, −y+1/2, −z.
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